The issue we wish to address in this supplement is as follows:
Supplementary Figures
A B Figure S1 miRBase high confidence miRNAs (149 precursors, 290 matures) For the remaining 123 precursors, if the minor miR is expressed at >30% of the total read counts of the precursor in two libraries of a given tissue It's a twin-miR if it meets the criterion above in any one of the tissues.
It's a solo-miR if it is not defined as twinmiR in any one of the tissues. (B) Solo-miR dme-let-7, 5p arm-specific expression.
(C) Solo-miR dme-bantam, 3p arm-specific expression. The vertical axis shows RPM proportion of each arm.
Black bars represent the 5p arm, white bars represent the 3p arm, and dashed red lines mark the 50% fraction.
Figure S4 Example estimation of miRNA sequence conservation
The mir-8 precursor is used as an example here. The precursor is divided into 4 parts -seed regions (2-8nt, Major and minor miRs of 74 solo-and 31 twin-miRs were used for target prediction using microT-CDS (Reczko et al. 2012; Paraskevopoulou et al. 2013) . The boxplot shows the number of target genes with a threshold of 0.7 (default) for the major miR of solo-miRs (A), the minor miR of solo-miRs (A*), the major miR of twin-miRs (B), and the minor miR of twin-miRs (B*). The zoom-in layout is shown to allow for a better comparison, with an inset on the top for the global distribution. Statistical significance was determined by two-sided Mann-Whitney U test. **, P < 0.01. 
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